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second messenger

cyclic AMP

protein kinase A

enzyme cascade

enzyme

phosphorylation
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amplification

glycogen
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insulin
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test strip biosensor glucose oxidase
— 0 T
peroxidase stomata carbon dioxide
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photosynthesis transpiration guard cell
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zheng téng zuo yong

guang hé zuo yong




0OSIMOSIS

abscisic acid

water stress

calcium ion

endocrine system

hormone

nervous system
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impulse
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neurone
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Sensory neurone

motor neurone
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muscle

intermediate neurone

sensory receptor

stimulus
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chemoreceptor

taste bud
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action potential
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resting potential

membrane potential
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refractory period

myelin sheath

saltatory conduction

synapse
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cholinergic synapse

calcium ion
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neurotransmitter




T15 T15 T15
bu ying qu mé dian wei jing x1 dian wei
T15 T15 T15
t1 chil tiao yue shi chuan d&o sul giao
T15 T15 T15

shén jing di zhi

dan jian néng tu chu




neuromuscular
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acetylcholine junction striated muscle
sarcomere filament T-tubule
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tropomyosin

Venus fly trap
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independent

spindle crossing over scortment
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fertilisation protein locus
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allele dominant recessive
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codominant
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genotype
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phenotype

homozygous

heterozygous

test cross
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Punnett square

monohybrid cross
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dihybrid cross




T16 T16 T16
bidao xian xing j1 yin xing gong xian xing
T16 ['16 I'16
ceé jiao 74 hé chiin hé
T16 T16 T16
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multiple alleles

T16

sex linkage
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linkage

autosome

epistasis

chi-squared test
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enzyme

albinism
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haemoglobin
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T16

sickle cell anaemia

T16

haemophilia
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Huntington’s disease

gibberellin

elongation

structural gene
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regulatory gene

inducible enzyme
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repressible enzyme
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prokaryote

T16

lac operon

T16

repressor

transcription

transcription factor

gene expression
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variation

allele

T17

environmental factor




T16 T16 T16
71 & wil ru tang cao zong zi yuan hé sheng wu
T16 ['16 ['16
j1 yin bido da zhuan i ym zi zhuian 1
T17 T17 i

N

huén jing yin st

déng wei j1 yin

bian yi




discontinuous
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variation gene continuous variation
- - -
population offspring compete
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adapted reproduce natural selection
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stabilising selection

directional selection

T17

disruptive selection

founder effect

genetic drift

bottleneck effect
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mutation

antibiotic

T17

resistance
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Hardy—Weinberg
principle

allele frequency

T17

genotype

selective breeding

artificial selection

disease resistance

T17

inbreeding

hybridisation

T17

yield
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evolution species gene pool
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sequence speciation isolation
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geographical

allopatric speciation

separation

sympatric speciation
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species classification domain
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Archaea prokaryote cell wall
T18 T18 T18

Eukarya taxonomic hierarchy kingdom
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phylum class order
family genus Protoctista
Fungi Plantae Animalia
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nucleic acid

single-stranded

double-stranded

ecosystem

niche

biodiversity

habitat
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abundance
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random sampling
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quadrat

transect

mark-release-
recapture

biotic factor

abiotic factor

correlation
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Simpson’s index of
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extinct
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climate change
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700 botanic garden endangered species
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embryo transfer surrogacy Invasive species
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recombinant

T19

genetic engineering
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gene

protein

donor
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reverse transcriptase
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nucleotide

restriction
endonuclease
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ligase
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plasmid
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cloning vector
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polymerase

promoter

marker gene
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fluorescent

gene editing
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genome

T19

polymerase chain
reaction
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genetic screening

T19

breast cancer
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Huntington’s disease

cystic fibrosis

gene therapy
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ethical
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genetically modified
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herbicide

cotton
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pest
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